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Abstract

An adequate estimation of a proteinaceous substrate decomposition is one of the problems,
frequently  appearing  during  the  protein  hydrolysate  technology.  A  combination  of  high-
resolution 1H NMR spectroscopy data with other technics could be a good solution of  this
problem.  In  present  paper  we  applied  high-resolution  1H  NMR  spectroscopy  method  to
characterize  the  degree  of  protein  hydrolysis  of  the  Bovine  Serum Albumin,  Caseine  and
Tryptone proteins and propose to use it in a combination with other methods to describe quality
of the proteinaceous substrates. Due to the fact that the methods of evaluation of the protein
hydrolysis degree are not universal so the combination of methods should be used for precise
the  description  of  proteinaceous  substrate  degradation.  Based  on  the  results  from  one
dimensional 1H NMR spectra the hydrolysis of the protein molecules was analyzed by changes in
the chemical shifts, multiplicities and line widths in 1H NMR spectra. It was shown that 1H NMR
spectroscopy is an effective instrument for analyzing the protein hydrolysis reaction in solution.
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